Dovetail Genomics’ Plantain
Genome Enhances Food Security
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Unlocking the genome of the plantain will improve breeding efforts and
provide food for the communities that depend on it.
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has already been assembled, it is from a
model species that is not cultivated. Sequencing an important crop like plantain
could have tangible benefits for breeding
programs and farmers.
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2

D OV E TA I L G E N O M I C S . C O M

